
tr|W5NYQ0|SHEEP [436:0]

tr|F7E6B6|ORNAN [415:0]

tr|A0A4X2LCB1|VOMUR [436:0]

tr|A0A5F8G866|MONDO [393:0]

tr|A0A7N4UZI8|SARHA [423:0]

tr|A0A2Y9QQ31|X1275 [431:0]

tr|A0A2K5DP39|AOTNA [432:0]

tr|A0A452DNR1|CAPHI [424:0]

tr|A0A3Q7U3W1|VULVU [432:0]

tr|A0A452SEH2|URSAM [406:0]

tr|A0A1S3GMK4|DIPOR [451:0]

tr|A0A287BI47|PIG [451:0]

tr|A0A8C0KYL7|X2864 [447:0]

tr|A0A811Y2Q0|NYCPR [451:0]

tr|A0A7J7VLS2|PIPKU [451:0]

tr|A0A7J7TIX1|MYOMY [451:0]

tr|A0A2K5YRM9|MANLE [384:0]

tr|A0A6P3QGV2|PTEVA [418:0]

tr|A0A8B7ADK3|X1230 [524:0]

tr|A0A2K6AZJ2|MACNE [468:0]

tr|H2PQI4|PONAB [538:0]

tr|A0A2K5SEW8|CEBIM [538:0]

tr|A0A2R9BA84|PANPA [538:0]

tr|H2QW99|PANTR [538:0]

tr|G3RI61|GORGO [538:0]

tr|A0A6J3JCM8|SAPAP [538:0]

tr|A0A2K6T5M3|SAIBB [538:0]

tr|A0A2K5TMV6|MACFA [538:0]

tr|F6PZZ6|MACMU [538:0]

tr|A0A8D2FQK7|THEGE [538:0]

tr|A0A2K6N2V4|RHIBE [538:0]

tr|A0A8C9GRL3|X5919 [538:0]

tr|A0A8I5N7T1|PAPAN [521:0]

tr|A0A4W2D371|BOBOX [521:0]

tr|A0A3Q1MJQ5|BOVIN [521:0]

tr|A0A2U4AIP5|TURTR [525:0]

tr|A0A6P3HW34|BISBB [600:0]

tr|A0A2Y9Q695|DELLE [576:0]

tr|A0A6P5LMS4|PHACI [689:0]

tr|A0A8C6N5A3|MUSSI [431:S2]

sp|Q49A92|HUMAN [538:S1]

tr|G1LSG7|AILME [426:S1]

tr|A0A7J8C137|ROUAE [426:S1]

tr|A0A8C3WWL5|X5115 [426:S1]

tr|A0A8I3PLP8|CANLF [426:S1]

tr|A0A8C9KG96|PANTA [426:S1]

tr|A0A8C8WVI2|PANLE [426:S1]

tr|A0A667HEZ9|LYNCA [426:S1]

tr|M3WQH3|FELCA [426:S1]

tr|A0A8C7BDH3|NEOVI [426:S1]

tr|A0A3Q2HEW3|HORSE [426:S1]

tr|A0A8C9CZK8|PHOSS [426:S1]

tr|A0A673V049|SURSU [426:S1]

tr|A0A8C6DTG4|MOSMO [426:S1]

tr|A0A671EX53|RHIFE [426:S1]

tr|G3SZ19|LOXAF [426:S1]

tr|A0A2I3HU02|NOMLE [427:S1]

tr|A0A2K5NT46|CERAT [427:S1]

tr|A0A2K6PW77|RHIRO [427:S1]

tr|A0A2K5IWZ5|COLAP [427:S1]

tr|F7HUC1|CALJA [427:S1]

tr|A0A8D2AKI3|SCIVU [425:S1]

tr|A0A8C5V674|MICMU [426:S1]

tr|A0A8C8YLC0|PROSS [426:S1]

tr|G1SUI0|RABIT [426:S1]

tr|A0A1S3A002|ERIEU [461:S2]

tr|A0A1U7Q998|MESAU [462:S2]

sp|Q8BZJ8|MOUSE [459:S2]

tr|D3ZPH6|RAT [462:S2]

tr|A0A6I9LBZ4|PERMB [462:S2]

tr|A0A8C2UUN0|CHILA [461:S2]

tr|A0A8D2HBW6|UROPR [460:S2]

tr|A0A8C6EMN4|MARMA [460:S2]

tr|I3M510|ICTTR [460:S2]

tr|A0A6J2NBF3|X8967 [536:C1]

tr|A0A6J3BP96|VICPA [541:C1]

tr|A0A8U0R9B2|MUSPF [543:C1]

tr|A0A2U3Z965|LEPWE [543:C1]

tr|A0A8B8VN42|BALMU [540:C1]

tr|A0A6J0A862|ACIJB [537:C1]

tr|A0A384DPT5|URSMA [537:C1]

tr|A0A2U3WUZ5|ODORO [536:C1]

tr|A0A3Q7QG98|CALUR [536:C1]

tr|A0A9L0JR71|EQUAS [533:C1]

tr_iso|A0A9L0IHB4|EQUAS [210:C1]

tr_iso|A0A8B8VNX5|BALMU [333:C1]

tr_iso|F7CQZ9|MONDO [319:0]

sp_iso|Q8BZJ8−2|MOUSE [287:S2]

tr_iso|A0A8C2UTP5|CHILA [284:S2]

tr_iso|A0A287D2X0|ICTTR [282:S2]

tr_iso|A0A7J8C0Z9|ROUAE [286:S1]

tr_iso|A0A5G2QYY4|PIG [287:0]

tr_iso|A0A2K5IWX9|COLAP [287:S1]

tr_iso|G1RKC7|NOMLE [287:S1]

sp_iso|Q49A92−3|HUMAN [287:S1]

tr_iso|A0A8D2AL27|SCIVU [287:S1]

tr_iso|A0A8C9DDW1|PROSS [287:S1]

tr_iso|A0A7J7VM33|PIPKU [287:0]

tr_iso|A0A8C6DTP7|MOSMO [287:S1]

tr_iso|A0A8C9E974|PHOSS [287:S1]

tr_iso|F6R2N0|HORSE [287:S1]

tr_iso|A0A8C3WST1|X5115 [287:S1]

tr_iso|A0A8C7BDE5|NEOVI [287:S1]

tr_iso|A0A337S9W1|FELCA [287:S1]

tr_iso|A0A8C9K690|PANTA [287:S1]

tr_iso|A0A8C6IL65|MUSSI [288:S2]

sp_iso|Q8BZJ8−4|MOUSE [288:S2]

tr_iso|A0A671ES35|RHIFE [287:S1]

tr_iso|A0A7J7TIF7|MYOMY [244:0]

sp_iso|Q8BZJ8−3|MOUSE [227:S2]

tr_iso|A0A7J7VMF6|PIPKU [227:0]

tr_iso|E5RJD9|HUMAN [206:S1]

tr_iso|A0A7J8C140|ROUAE [207:S1]

tr_iso|A0A7J8C122|ROUAE [334:S1]

tr_iso|A0A7J8C111|ROUAE [473:S1]

tr_iso|A0A2Y9QW38|X1275 [436:0]

tr_iso|A0A4X2M068|VOMUR [432:0]

tr_iso|A0A7N4P2Q9|SARHA [406:0]

tr_iso|A0A2K5DP50|AOTNA [415:0]

tr_iso|A0A3Q0CLQ8|MESAU [455:S2]

tr_iso|A0A2K5NTD3|CERAT [452:S1]

tr_iso|A0A7J8C126|ROUAE [451:S1]

tr_iso|A0A8I3Q166|CANLF [451:S1]

tr_iso|A0A3Q7TE57|VULVU [451:0]

tr_iso|A0A3Q7TS95|VULVU [448:0]

tr_iso|A0A3Q7U3U1|VULVU [460:0]

tr_iso|B2RQF6|MOUSE [462:S2]

tr_iso|A0A6I9L8B5|PERMB [459:S2]

tr_iso|A0A6J0D1J7|PERMB [476:S2]

tr_iso|A0A6J0D0N4|PERMB [491:S2]

tr_iso|A0A6J0D6C0|PERMB [488:S2]

tr_iso|A0A6J0D2W9|PERMB [477:S2]

tr_iso|A0A8I5ZLX5|RAT [446:S2]

tr_iso|A0A8C6II52|MUSSI [446:S2]

tr_iso|B7ZN57|MOUSE [446:S2]

tr_iso|A0A6I9L139|PERMB [446:S2]

tr_iso|A0A6J0D6C8|PERMB [443:S2]

tr_iso|A0A8D2H3B2|UROPR [444:S2]

tr_iso|A0A8C5YLZ5|MARMA [444:S2]

tr_iso|A0A287CVM9|ICTTR [444:S2]

tr_iso|A0A8C2UR95|CHILA [445:S2]

tr_iso|A0A6J0D263|PERMB [460:S2]

tr_iso|A0A2K5NTH5|CERAT [435:S1]

tr_iso|A0A7J7TI08|MYOMY [435:0]

tr_iso|A0A6J0D0N9|PERMB [448:S2]

tr_iso|A0A7J8C113|ROUAE [380:S1]

tr_iso|A0A7J7VLU5|PIPKU [408:0]

tr_iso|A0A7J7THS4|MYOMY [408:0]

tr_iso|A0A3Q7ULA2|VULVU [408:0]

tr_iso|A0A3Q7TSB0|VULVU [417:0]

tr_iso|A0A2R9B7D0|PANPA [518:0]

tr_iso|A0A2I3S611|PANTR [518:0]

tr_iso|A0A2K6T5L0|SAIBB [518:0]

tr_iso|A0A2I3LHF5|PAPAN [518:0]

tr_iso|A0A7N9D1U7|MACFA [518:0]

tr_iso|A0A7N9CW94|MACFA [501:0]

tr_iso|A0A9L0KAH2|EQUAS [497:C1]

tr_iso|A0A8U0R787|MUSPF [502:C1]

tr_iso|A0A8I5N4R2|PAPAN [488:0]

tr_iso|A0A3Q1MGI6|BOVIN [525:0]

tr_iso|A0A4W2CJ75|BOBOX [517:0]

tr_iso|A0A8U0R784|MUSPF [522:C1]

tr_iso|A0A8U0R5M2|MUSPF [518:C1]

tr_iso|A0A8U0UK08|MUSPF [527:C1]

tr_iso|A0A7N9D1P4|MACFA [543:0]

tr_iso|A0A096MQ18|PAPAN [538:0]

tr_iso|A0A2K5DP55|AOTNA [537:0]

tr_iso|A0A2K5TMW6|MACFA [536:0]

tr_iso|A0A2R9B7D4|PANPA [475:0]

tr_iso|A0A2K6T5L8|SAIBB [475:0]

tr_iso|A0A7N9CH47|MACFA [500:0]

tr_iso|A0A6J3JB62|SAPAP [495:0]

tr_iso|A0A8I5NZW4|PAPAN [495:0]

tr_iso|A0A4W2GBT7|BOBOX [494:0]

tr_iso|A0A8C4KTT6|EQUAS [490:C1]

tr_iso|A0A8U0ULF5|MUSPF [456:C1]

tr_iso|A0A8U0R657|MUSPF [499:C1]

tr_iso|A0A8U0R9D7|MUSPF [540:C1]

tr_iso|A0A8U0R822|MUSPF [538:C1]

tr_iso|A0A4W2I2E3|BOBOX [537:0]

tr_iso|F1MQJ6|BOVIN [537:0]

tr_iso|A0A8C5XQ72|MICMU [522:S1]

tr_iso|A0A2K5IX00|COLAP [186:S1]

tr_iso|A0A2K6N338|RHIBE [186:0]

tr_iso|A0A2K6PW84|RHIRO [186:S1]

tr_iso|A0A2K5SEX9|CEBIM [197:0]

tr_iso|A0A2K5DP51|AOTNA [197:0]

tr_iso|A0A2K6T5N2|SAIBB [199:0]

tr_iso|A0A8C9GPY4|X5919 [200:0]

tr_iso|A0A2K5YRN2|MANLE [201:0]

tr_iso|A0A2K5NTP2|CERAT [201:S1]

tr_iso|A0A2K5TMU9|MACFA [201:0]

tr_iso|A0A2I3NAN9|PAPAN [201:0]

tr_iso|A0A8D2FVS5|THEGE [201:0]

tr_iso|A0A2I3HM25|NOMLE [201:S1]

tr_iso|A0A2I2YJF8|GORGO [201:0]

sp_iso|Q49A92−4|HUMAN [201:S1]

tr_iso|A0A2R9B566|PANPA [201:0]

tr_iso|A0A2I3S0B5|PANTR [201:0]

tr_iso|A0A2J8RZK9|PONAB [201:0]

tr_iso|A0A7J8C0Z8|ROUAE [335:S1]

tr_iso|A0A6P5LHJ9|PHACI [688:0]

tr_iso|A0A6P5LPD6|PHACI [597:0]

tr_iso|A0A6P5LI39|PHACI [645:0]

tr_iso|A0A6P5LPC9|PHACI [646:0]

tr_iso|A0A6P5LHK3|PHACI [640:0]

tr_iso|A0A6P5LMS8|PHACI [641:0]

sp_iso|Q49A92−2|HUMAN [427:S1]

tr_iso|A0A8C6II37|MUSSI [462:S2]

PTHR32000:SF3 − 209 sequences; 84 organisms (241217)
 S1: n_tax: 25 rank_score: 256.10 canon_cost: 0.2206 prop_cost: 0.0142
 S2: n_tax: 10 rank_score: 145.81 canon_cost: 0.0770 prop_cost: 0.0035
 C1: n_tax: 10 canon_cost: 0.0091


