
tr|L9KU75|TUPCH [987:0]

tr|H2P459|PONAB [300:0]

tr|A0A2K5MAB7|CERAT [317:0]

tr|A0A8C9I6I5|X5919 [317:0]

tr|A0A2K5ZBC3|MANLE [274:0]

tr|A0A8C6AFM9|MARMA [307:0]

tr|A0A2K6QS77|RHIRO [349:0]

tr|G1TQ47|RABIT [342:0]

tr|G1QXZ7|NOMLE [339:0]

tr|A0A8I5TY73|PONAB [379:0]

tr|A0A8D2DYM2|SCIVU [275:0]

tr|G3TX64|LOXAF [274:0]

tr|A0A2K5EYS0|AOTNA [235:0]

tr|L9KM42|TUPCH [281:0]

tr|A0A2Y9DWV1|X1275 [281:0]

tr|A0A2R9AMW2|PANPA [282:0]

tr|A0A8C5WBV9|MICMU [278:0]

tr|A0A8B7B5P3|X1230 [294:0]

tr|H2QLJ3|PANTR [348:0]

tr|A0A2K6M6J4|RHIBE [362:0]

tr|A0A7J7QUV0|PIPKU [357:0]

tr|A0A5E4CGL0|MARMO [318:0]

tr|A0A8D2GV05|UROPR [564:0]

sp|O75679|HUMAN [317:S1]

tr|A0A2K6BK82|MACNE [328:C1]

tr|A0A2K5VSL1|MACFA [328:C1]

tr|A0A2K5ZYP9|MANLE [328:C1]

tr|A0A2K5MP63|CERAT [328:C1]

tr|H2P3Z4|PONAB [328:C1]

tr|A0A096NJP5|PAPAN [328:C1]

tr|G1TWS3|RABIT [288:S1]

tr|A0A2Y9DVL2|X1275 [287:S1]

tr|H2P458|PONAB [288:S1]

tr|A0A8C9HSY4|X5919 [288:S1]

tr|A0A8I5NE88|PAPAN [290:S1]

tr_iso|A0A2K6BK27|MACNE [349:C1]

tr_iso|A0A2K5EYR7|AOTNA [223:0]

tr_iso|A0A8D2GTX9|UROPR [309:0]

sp_iso|O75679−2|HUMAN [288:S1]

PTHR24103:SF702 − 39 sequences; 25 organisms (241217)
 S1: n_tax: 6 rank_score: 66.31 canon_cost: 0.1085 prop_cost: 0.0100
 C1: n_tax: 6 canon_cost: 0.0000


