PTHR14199:SF29 - 90 sequences; 31 organisms (241217)

S1: n_tax: 5 rank _score: 55.21 canon_cost: 0.0560 prop_cost: 0.0079

C1: n_tax: 4 canon_cost: 0.0000

tr|AOA2K5URPS|MACFA [615:0]
tr|H2RO29|PANTR [609:C1]
tr|AOA2K5WFE2|MACFA [612:C1]
tr|AOA2K5KIV2|CERAT [612:C1]
tr|AOA2K5ZDZ4|MANLE [615:C1]
tr|AOA2K5LR37|CERAT [613:0]

— trAOA2K5U668|MACFA [604:0]

H_— tr|AOA2K5HPBS|COLAP [584:0]
tr|AOA2K6DWS59|MACNE [596:0]
tr/AOA2K5VECS|MACFA [607:0]

tr|AOA2K5KKH5|CERAT [593:0]
tr|AOA2K6MPO6|RHIBE [544:0]
tr|AOA2K6PW15|RHIRO [577:0]
—— tr/AOA2K6CUJ7|MACNE [546:0]
tr|AOASF8AUK6|MACMU [451:0]
—— tr|AOA2K5ZDRI|MANLE [560:0]
- tr]AOA2K5LDQ7|CERAT [603:0]
_| tr|AOA1D5Q9D4|MACMU [635:0]

- tr|W5QH32|SHEEP [622:0]

sp|Q96M43|HUMAN [638:0]

trJAOA2K6DG 10|MACNE [635:0]

— tr|AOA2K6NGA2|RHIRO [651:0]
sp_iso|Q5VWKO-2]HUMAN [667:S1]
tr|[H2PZJO|PANTR [663:S1]

tr|AOA8I5UAQO|PONAB [666:S1]
trJAOA2K5YN67|MANLE [658:S1]
tr|/AOASD2E325|THEGE [657:S1]

tr|/AOA8D2GCP5|THEGE [632:0]

tr|AOA2K5XDM4|MANLE [611:0]
tr|AOA2KB6QOF4|RHIRO [647:0]
tr|AOA452E2S7|CAPHI [635:0]
-|_—tr|AOA2K5LH13|CERAT [632:0]

———— tr|AOABGJ3HDS1|SAPAP [946:C] -
tr|AOABJI3HDJIO|SAPA | 41
tr|AOABJ3IEK5|SAPAP [735:0]

tr|AOA287AGWS|PIG [354:0]
tr|AOA9LOKC88|EQUAS [392:0]
tr|AOABJ3FDV8|SAPAP [602:0]
tr|AOA811ZV24|NYCPR [726:0]
I: tr|AOA485NIA4|LYNPA [699:0]
tr|AOASM1M8S9|NEOSC [781:0]

tr|AOA7F8QGT6|LEPWE [547:0]
—— tr/AOA6P3GYX7|BISBB [572:0]
L tr|AOA9W2WL36|PHYMC [626:0]

tr|[H2POY8|PONAB [291:0]
tr|AOA8D2JZM7|THEGE [291:0]——— -~

tr|AOA2I3HWI2|NOMLE [287:0]———
tr|G1R8H7|NOMLE [299:0]
tr|AOA2K5XB26|MANLE [266:6}—— -
__|tr|AOA2K5NP65|CERAT [266:0]— —
L tr|AOA2I3HH74|NOMLE [248:0}— |
tr|AOASD2ETJ2|THEGE [276:0}————
tr|AOA2K5DQ46|AOTNA [273:0}—— —
tr|AOA213M5J5|PAPAN [277:0]——— ~
tr|AOA2K6S9P6|SAIBB [269:0}————
tr|AOA2K5YD97|MANLE [260:6}— -

trfAOA2K6CZJ7|MACNE [254:61— -
— trJAOA6J3HI10|SAPAP [309:0]
— trlAOAS5G2R111|PIG [243:6}— - —
trJAOA287B6K2|PIG 2176} —

tr/AOA286ZJDO|PIG 4815 -
tr|F1N186|BOVIN [306:0]
sp|Q86XGI|HUMAN [351:0]
tr|AOABJI3GL40|SAPAP [432:0]

tr|G3QIL2|GORGO [470:0]

— tr| GBRUM3|GORGO [409:0]

L trJAOA5FSANL1|MACMU [555:0]

~| L tr]AOASF5XSY9|FELCA [628:0]

trAOA3QOESHO|CARSF [525:0]




