
tr|A0A286ZJD0|PIG [181:0]

tr|A0A287B6K2|PIG [217:0]

tr|A0A5G2R111|PIG [243:0]

tr|A0A6J3HI10|SAPAP [309:0]

tr|A0A2K6S9P6|SAIBB [269:0]

tr|A0A2K5DQ46|AOTNA [273:0]

tr|A0A8D2ETJ2|THEGE [276:0]

tr|A0A2I3M5J5|PAPAN [277:0]

tr|A0A2K5YD97|MANLE [260:0]

tr|A0A2K6CZJ7|MACNE [254:0]

tr|A0A2I3HWI2|NOMLE [287:0]

tr|A0A8D2JZM7|THEGE [291:0]

tr|H2P0Y8|PONAB [291:0]

tr|G1R8H7|NOMLE [299:0]

tr|A0A2I3HH74|NOMLE [249:0]

tr|A0A2K5NP65|CERAT [266:0]

tr|A0A2K5XB26|MANLE [266:0]

tr|F1N186|BOVIN [306:0]

sp|Q86XG9|HUMAN [351:0]

tr|A0A6J3GL40|SAPAP [432:0]

tr|G3QIL2|GORGO [470:0]

tr|G3RUM3|GORGO [409:0]

tr|A0A3Q0E8H0|CARSF [525:0]

tr|A0A5F8ANL1|MACMU [555:0]

tr|A0A5F5XSY9|FELCA [628:0]

tr|A0A2K5URP8|MACFA [615:0]

tr|A0A2K5LR37|CERAT [613:0]

tr|A0A2K5U668|MACFA [604:0]

tr|A0A2K6DW59|MACNE [596:0]

tr|A0A2K5HPB8|COLAP [584:0]

tr|A0A2K5VEC8|MACFA [607:0]

tr|A0A2K6PW15|RHIRO [577:0]

tr|A0A2K6MP06|RHIBE [544:0]

tr|A0A2K5KKH5|CERAT [593:0]

tr|A0A2K5ZDR9|MANLE [560:0]

tr|A0A5F8AUK6|MACMU [451:0]

tr|A0A2K6CUJ7|MACNE [546:0]

tr|A0A2K5LDQ7|CERAT [603:0]

tr|A0A1D5Q9D4|MACMU [635:0]

tr|W5QH32|SHEEP [622:0]

tr|A0A2K6DG10|MACNE [635:0]

tr|A0A2K6NGA2|RHIRO [651:0]

tr|A0A8D2GCP5|THEGE [632:0]

tr|A0A2K5XDM4|MANLE [611:0]

tr|A0A2K6Q9F4|RHIRO [647:0]

tr|A0A2K5LH13|CERAT [632:0]

tr|A0A452E2S7|CAPHI [635:0]

tr|A0A9L0KC88|EQUAS [392:0]

tr|A0A287AGW6|PIG [354:0]

tr|A0A6J3IEK5|SAPAP [735:0]

tr|A0A6J3HDJ9|SAPAP [1313:0]

tr|A0A6J3HDS1|SAPAP [946:0]

tr|A0A6J3FDV8|SAPAP [602:0]

tr|A0A485N9A4|LYNPA [699:0]

tr|A0A811ZV24|NYCPR [726:0]

tr|A0A8M1M8S9|NEOSC [781:0]

tr|A0A7F8QGT6|LEPWE [547:0]

tr|A0A9W2WL36|PHYMC [626:0]

tr|A0A6P3GYX7|BISBB [572:0]

sp|Q5VWK0|HUMAN [638:S1]

tr|A0A2K5WFE2|MACFA [612:C1]

tr|H2R029|PANTR [609:C1]

tr|A0A2K5KIV2|CERAT [612:C1]

tr|A0A2K5ZDZ4|MANLE [615:C1]

tr|A0A8I5UAQ0|PONAB [666:S1]

tr|H2PZJ0|PANTR [663:S1]

tr|A0A2K5YN67|MANLE [658:S1]

tr|A0A8D2E325|THEGE [657:S1]

sp|Q96M43|HUMAN [638:0]

tr_iso|A0A2I3GBY0|NOMLE [257:0]

tr_iso|A0A2I3HYB6|NOMLE [287:0]

tr_iso|G3RC64|GORGO [450:0]

tr_iso|H2PUI1|PONAB [202:0]

tr_iso|A0A8I5YSJ3|PONAB [224:0]

tr_iso|G3SEY4|GORGO [380:0]

tr_iso|A0A5F8A4I5|MACMU [492:0]

tr_iso|A0A485NB18|LYNPA [491:0]

tr_iso|A0A5F8ALZ4|MACMU [496:0]

tr_iso|F6WNF5|MACMU [615:0]

tr_iso|A0A2K5KKH9|CERAT [564:0]

tr_iso|F7HT33|MACMU [635:0]

tr_iso|A0A087WVM6|HUMAN [667:0]

tr_iso|A0AAG2UXC8|HUMAN [667:S1]

tr_iso|H2N6K6|PONAB [637:S1]

tr_iso|H2R8U4|PANTR [634:S1]

tr_iso|A0AAG2UYQ5|HUMAN [638:S1]

tr_iso|A0A8D2JTR0|THEGE [628:S1]

tr_iso|A0A2K5YN79|MANLE [629:S1]

tr_iso|A0A2K5LH16|CERAT [605:0]

sp_iso|Q5VWK0−2|HUMAN [667:S1]

PTHR14199:SF29 − 90 sequences; 31 organisms (241217)
 S1: n_tax: 5 rank_score: 55.21 canon_cost: 0.0560 prop_cost: 0.0079
 C1: n_tax: 4 canon_cost: 0.0000


