
tr|W5NY35|SHEEP [883:0]

tr|A0A8C9G9T0|X5919 [431:0]

tr|A0A2K5S0J4|CEBIM [417:0]

tr|A0A673VK93|SURSU [312:0]

tr|A0A8C9KIQ1|PANTA [312:0]

tr|A0A8C8XK09|PANLE [312:0]

tr|A0A485MIN7|LYNPA [312:0]

tr|A0A667IBT0|LYNCA [312:0]

tr|M3WKB2|FELCA [312:0]

tr|A0A8J6GXG6|MICOH [312:0]

tr|A0A8C7A2G1|NEOVI [312:0]

tr|A0A8U0P0A5|MUSPF [312:0]

tr|A0A8C5ZNN6|MARMA [312:0]

tr|A0A8B7UWM4|CASCN [312:0]

tr|A0A8J6DTR3|GALPY [312:0]

tr|A0A671FH78|RHIFE [312:0]

tr|A0A8C5KEV0|JACJA [312:0]

tr|A0A8C6WCP8|NANGA [312:0]

tr|A0A8C9PI99|SPEDA [312:0]

tr|A0A2K6V1D2|SAIBB [312:0]

tr|A0A452S4I8|URSAM [312:0]

tr|A0A8C9CK82|PHOSS [312:0]

tr|A0A8B7G676|MICMU [312:0]

tr|G5ALF5|HETGA [312:0]

tr|F1S0N7|PIG [312:0]

tr|A0A8C0LSM9|X2864 [312:0]

tr|A0A811ZID6|NYCPR [312:0]

tr|A0A8I3S5A6|CANLF [312:0]

tr|A0A1A6GMG0|NEOLE [312:0]

tr|G1TR32|RABIT [312:0]

tr|H2QWH9|PANTR [312:0]

tr|G3RX52|GORGO [312:0]

tr|A0A2K6GP50|PROCO [312:0]

tr|A0A5N3XFQ8|MUNRE [312:0]

tr|A0A4W2FJA1|BOBOX [312:0]

tr|A0A6I8NX41|ORNAN [312:0]

tr|A0A8C7EY53|NEOVI [267:0]

tr|A0A5N4CI50|CAMDR [286:0]

tr|A0A8C8ZK90|PROSS [285:0]

tr|A0A2K6KVZ9|RHIBE [420:S2]

sp|Q8N2R0|HUMAN [312:S1]

tr|A0A2K5P5I4|CERAT [312:S2]

tr|A0A2K5KAE0|COLAP [312:S2]

tr|A0A2K6BB35|MACNE [312:S2]

tr|A0A2K5YW27|MANLE [312:S2]

tr|G1QQT4|NOMLE [312:S2]

tr|A0A2K6QTX8|RHIRO [312:S2]

tr|A0A8D2E9H3|THEGE [312:S2]

tr|A0A1S3ETY9|DIPOR [276:S1]

tr|A0A7J7VMT5|PIPKU [276:S1]

tr|A0A1S3ABF3|ERIEU [276:S1]

tr|A0A3Q7S402|VULVU [276:S1]

sp|Q91ZD1−2|MOUSE [276:S1]

tr|A0A8C6HCC0|MUSSI [276:S1]

tr|A0A6J1ZS40|ACIJB [276:S1]

tr|A0A6P6HS51|PUMCO [276:S1]

tr|A0A9B0TF24|CHRAS [276:S1]

tr|A0A6I9LEL8|PERMB [276:S1]

tr|A0A8C2VPD7|CHILA [276:S1]

tr|A0A452F9L8|CAPHI [276:S1]

tr|A0A6P3JCK8|BISBB [276:S1]

tr|A0A6P5CWG0|BOSIN [276:S1]

tr|A0A8B9WF29|BOSMU [276:S1]

sp|Q3T135|BOVIN [276:S1]

tr|A0A8C6FFW1|MOSMO [276:S1]

tr|A0A6J0Z9Q4|X9880 [276:S1]

tr|A0A6P3F715|OCTDE [276:S1]

tr|A0A1U7QI36|MESAU [276:S1]

tr|A0A7J7TK06|MYOMY [276:S1]

tr|A0A7J8DUF1|MOLMO [276:S1]

tr|A0A6J2NHP6|X8967 [276:S1]

tr|H0WAR8|CAVPO [276:S1]

sp|Q6AY34|RAT [276:S1]

tr|G3T3P6|LOXAF [276:S1]

tr|A0A8B6ZBL5|X1230 [276:S1]

tr|A0A2Y9D9Z6|X1275 [276:S1]

tr|A0A2J8UF60|PONAB [276:S1]

tr|A0A6I9HZS6|VICPA [276:S1]

tr|A0A5E4D358|MARMO [276:S1]

tr|A0A8B7RD18|HIPAR [276:S1]

tr|A0A6P3RBA3|PTEVA [276:S1]

tr|A0A7J8C3H2|ROUAE [276:S1]

tr|A0A9L0I9K6|EQUAS [276:S1]

tr|A0A9L0RDH5|HORSE [276:S1]

tr|A0A250XXN6|CASCN [276:S1]

tr|A0A1U7TE03|CARSF [276:S1]

tr|A0A383YQ73|BALAS [276:S1]

tr|A0A8B8VLG1|BALMU [276:S1]

tr|A0A2Y9PCN5|DELLE [276:S1]

tr|I3N3G4|ICTTR [276:S1]

tr|A0A2U3XFP2|LEPWE [276:S1]

tr|A0A340XAY7|LIPVE [276:S1]

tr|A0A341CC56|NEOAA [276:S1]

tr|A0A2Y9F1N3|PHYMC [276:S1]

tr|A0A6J3Q8X3|TURTR [276:S1]

tr|A0A8C3WVM7|X5115 [276:S1]

tr|G1L0Y5|AILME [276:S1]

tr|A0A384BXW9|URSMA [276:S1]

tr|A0A2K5EIT0|AOTNA [276:S1]

tr|A0A3Q7P153|CALUR [276:S1]

tr|A0A2Y9H427|NEOSC [276:S1]

tr|A0A2U3W348|ODORO [276:S1]

tr|A0A6J3FFE8|SAPAP [276:S1]

tr|A0A8D2AJY4|SCIVU [276:S1]

tr|A0A8D2HJ73|UROPR [276:S1]

tr|A0A2Y9JAJ6|X3911 [276:S1]

tr|A0A2R9ANS7|PANPA [276:S1]

tr|G7PCB0|MACFA [276:S1]

tr|F6ZN02|MACMU [276:S1]

tr|A0A2I3MG15|PAPAN [276:S1]

tr|A0A8C9GGF8|X5919 [276:S1]

tr|G3W0P5|SARHA [275:S1]

tr|A0A4X2K9K3|VOMUR [275:S1]

tr|A0A6P5J1Q2|PHACI [275:S1]

tr|A0A8I3WWF6|CALJA [278:S1]

tr_iso|A0A8U0THX5|MUSPF [538:0]

tr_iso|A0A8U0N710|MUSPF [502:0]

tr_iso|A0A2J8UF76|PONAB [432:S1]

sp_iso|Q8N2R0−3|HUMAN [433:S1]

tr_iso|A0A2R9ANS9|PANPA [433:S1]

tr_iso|A0A2I3TX52|PANTR [433:0]

tr_iso|A0A2K6QTY3|RHIRO [423:S2]

tr_iso|A0A2K5KAD2|COLAP [418:S2]

tr_iso|A0A2I3GU96|NOMLE [419:S2]

tr_iso|G3QV09|GORGO [422:0]

tr_iso|A0A2K5EIV6|AOTNA [415:S1]

tr_iso|A0A2K5P5H9|CERAT [401:S2]

tr_iso|A0A2K6BB49|MACNE [407:S2]

tr_iso|A0A2K5YW16|MANLE [402:S2]

tr_iso|A0A2K6V1B3|SAIBB [407:0]

tr_iso|A0A8U0N5N7|MUSPF [395:0]

tr_iso|A0A8C5UQN6|MICMU [402:0]

tr_iso|A0A6J1ZR07|ACIJB [312:S1]

tr_iso|A0A1S3EVE4|DIPOR [312:S1]

tr_iso|A0A2Y9JJP8|X3911 [312:S1]

tr_iso|A0A6I9HZ43|VICPA [312:S1]

tr_iso|A0A6J3FES6|SAPAP [312:S1]

tr_iso|A0A2U3W2Z3|ODORO [312:S1]

tr_iso|A0A2Y9H1X3|NEOSC [312:S1]

tr_iso|A0A3Q7PAP1|CALUR [312:S1]

tr_iso|A0A3Q2HN75|HORSE [312:S1]

tr_iso|A0A9L0J7T6|EQUAS [312:S1]

tr_iso|A0A1U7TBM9|CARSF [312:S1]

tr_iso|A0A7J8C3H7|ROUAE [312:S1]

tr_iso|A0A6P3QWT2|PTEVA [312:S1]

tr_iso|A0A8B7RBH1|HIPAR [312:S1]

tr_iso|A0A5E4D4X3|MARMO [312:S1]

tr_iso|A0A384BYW8|URSMA [312:S1]

tr_iso|A0A2U4AJ70|TURTR [312:S1]

tr_iso|A0A2Y9F1X2|PHYMC [312:S1]

tr_iso|A0A341CCE5|NEOAA [312:S1]

tr_iso|A0A340X7B2|LIPVE [312:S1]

tr_iso|A0A2U3XFQ5|LEPWE [312:S1]

tr_iso|A0A2Y9PAA4|DELLE [312:S1]

tr_iso|A0A8B8VLG3|BALMU [312:S1]

tr_iso|A0A383YQF3|BALAS [312:S1]

tr_iso|F6XZR2|CALJA [312:S1]

tr_iso|A0A6P3FLL1|OCTDE [312:S1]

tr_iso|A0A2Y9DA49|X1275 [312:S1]

tr_iso|A0A8B6ZG51|X1230 [312:S1]

tr_iso|A0A6J2NAU2|X8967 [312:S1]

tr_iso|A0A7J8DTV4|MOLMO [312:S1]

tr_iso|A0A7J7TJ80|MYOMY [312:S1]

tr_iso|A0A2R9ASN2|PANPA [312:S1]

tr_iso|A0A3Q7RYD1|VULVU [312:S1]

tr_iso|A0A1U7QTF9|MESAU [312:S1]

tr_iso|A0A9B0WJR4|CHRAS [312:S1]

tr_iso|A0A8C2VWJ2|CHILA [312:S1]

tr_iso|A0A6J0ZAR7|X9880 [312:S1]

tr_iso|A0A6P5CV72|BOSIN [312:S1]

tr_iso|A0A6P3J5H8|BISBB [312:S1]

sp_iso|Q91ZD1|MOUSE [312:S1]

tr_iso|A0A6J0DA55|PERMB [312:S1]

tr_iso|A0A1S3ABI8|ERIEU [312:S1]

tr_iso|A0A7J7VNM8|PIPKU [312:S1]

tr_iso|A0A7N4PKT3|SARHA [311:S1]

tr_iso|A0A6P5J0P9|PHACI [311:S1]

tr_iso|F6SP65|HORSE [318:S1]

tr_iso|A0A4X2KF53|VOMUR [283:S1]

tr_iso|G3W0P4|SARHA [283:S1]

tr_iso|A0A6J0Z837|X9880 [263:S1]

tr_iso|A0A8B7USW4|CASCN [255:0]

tr_iso|A0A2K5EIQ8|AOTNA [257:S1]

tr_iso|A0A8I3WBS6|CALJA [260:S1]

tr_iso|A0A8C5W9X2|MICMU [263:0]

tr_iso|A0A8I3X0G8|CALJA [272:S1]

tr_iso|A0A2K6V1G6|SAIBB [272:0]

tr_iso|A0A8C9KQI4|PANTA [278:0]

tr_iso|A0A7J8C3H0|ROUAE [281:S1]

tr_iso|A0A1S3EVB1|DIPOR [228:S1]

tr_iso|A0A2I2YQZ2|GORGO [228:0]

tr_iso|A0A7J7VN33|PIPKU [190:S1]

tr_iso|A0A7J7VNG3|PIPKU [226:S1]

tr_iso|A0A8C6CJV4|MOSMO [286:S1]

tr_iso|A0A2K6GP62|PROCO [277:0]

tr_iso|A0A8D2CKU2|SCIVU [287:S1]

tr_iso|A0A2K5S0K1|CEBIM [288:0]

tr_iso|A0A2K5EIS9|AOTNA [288:S1]

tr_iso|A0A671FHJ2|RHIFE [286:0]

tr_iso|A0A8C9GAQ9|X5919 [288:0]

tr_iso|E5RH04|HUMAN [288:S1]

tr_iso|A0A8C4L065|EQUAS [288:S1]

tr_iso|A0A4W2HIF9|BOBOX [289:0]

tr_iso|A0A8B9WLJ0|BOSMU [289:S1]

tr_iso|A0A8C9CC44|PHOSS [289:0]

tr_iso|A0A6I8NLH4|ORNAN [337:0]

tr_iso|A0AAJ7IJE1|RHIBE [312:S2]

sp_iso|Q8N2R0−2|HUMAN [276:S1]

PTHR14196:SF4 − 208 sequences; 112 organisms (241217)
 S1: n_tax: 68 rank_score: 758.94 canon_cost: 0.1016 prop_cost: 0.0005
 S2: n_tax: 8 rank_score: 86.53 canon_cost: 0.2907 prop_cost: 0.0000


