
tr|G5B3J5|HETGA [817:0]

tr|A0A6J0WLC1|X9880 [1029:0]

tr|A0A6P6IP01|PUMCO [1065:0]

tr|A0A9B0UE99|CHRAS [1059:0]

tr|A0A9B0LIZ6|ODORO [1061:0]

tr|A0A5F8ASN1|MACMU [1136:0]

tr|A0A6J2MDH3|X8967 [1135:0]

tr|A0A340Y3W9|LIPVE [1086:0]

tr|A0A1S3FXL5|DIPOR [1046:0]

tr|A0A6J0B0N6|VICPA [1126:0]

tr|W5Q880|SHEEP [1128:0]

tr|A0A9W2WF03|PHYMC [1169:0]

tr|A0A3Q7UBW8|VULVU [1145:0]

tr|A0A811Z1J3|NYCPR [1073:0]

tr|A0A7F8QPP1|LEPWE [1141:0]

tr|A0A8U0N7A4|MUSPF [1146:0]

tr|A0A3Q7MQX1|CALUR [1151:0]

tr|A0A8B8WDV4|BALMU [1125:0]

tr|A0A2Y9LEW0|X3911 [1117:0]

tr|A0A8M1FNK5|URSMA [1116:0]

tr|A0A2Y9GZ04|NEOSC [1114:0]

tr|A0A1S3WSC0|ERIEU [1103:0]

tr|A0A667HRF2|LYNCA [1105:0]

tr|A0A8B7W547|CASCN [1115:0]

tr|A0A7F8K4G2|DELLE [1193:0]

tr|A0A6J3QSJ5|TURTR [1162:0]

tr|A0A6P3RE92|PTEVA [1200:0]

tr|A0A6P5JQ82|PHACI [1294:0]

tr|A0A3Q0DAW3|MESAU [1124:0]

tr|A0A6J1Z119|ACIJB [1022:0]

tr|A0A8B7QGF8|HIPAR [1006:0]

tr|A0A1S3GTJ6|DIPOR [767:0]

tr|A0A2K6UEU7|SAIBB [974:0]

tr|G3TJU1|LOXAF [960:0]

tr|A0A341BSW3|NEOAA [926:0]

tr|A0A8J5ZW18|GALPY [894:0]

tr|A0A5N4C2H2|CAMDR [916:0]

tr|A0A8B7B5X6|X1230 [852:0]

tr|A0A7N4UZI7|SARHA [1032:0]

tr|A0A8J6GM92|MICOH [605:0]

tr|G1LZY3|AILME [773:0]

tr|A0A8C6HU32|MUSSI [996:0]

tr|F7BAW9|ORNAN [165:0]

tr|A0A2I2U8L0|FELCA [165:0]

tr|F7E7G8|MONDO [197:0]

tr|A0A8I3PHR6|CANLF [199:0]

tr|Q8BML3|MOUSE [165:0]

tr|A0A287B9F4|PIG [183:0]

tr|A0A3Q1M8G4|BOVIN [323:0]

tr|F6PT67|HORSE [292:0]

sp|Q9NP73|HUMAN [1137:S1]

tr|A0A452EWI8|CAPHI [925:C2]

tr|A0A6P5BFD3|BOSIN [915:C2]

tr|A0A7J7THP5|PIPKU [919:C2]

tr|A0A7J7YBV1|MYOMY [919:C2]

tr|A0A7J8J6E6|MOLMO [918:C2]

tr|A0A485P8F5|LYNPA [920:C2]

tr|A0A7J8EHQ2|ROUAE [901:C2]

tr|A0A2Y9DRL6|X1275 [165:S1]

tr|A0A8C9ANI1|PROSS [165:S1]

tr|A0A2K6G011|PROCO [165:S1]

tr|A0A8C5W9Y4|MICMU [165:S1]

tr|A0A8D2D221|SCIVU [165:S1]

tr|F6YIZ0|CALJA [165:S1]

tr|A0A2K5DDH0|AOTNA [165:S1]

tr|A0A2K5JKH5|COLAP [165:S1]

tr|A0A8C9HZX7|X5919 [165:S1]

tr|A0A2K6PVW6|RHIRO [165:S1]

tr|A0A2K5VHX9|MACFA [165:S1]

tr|A0A2K6CHW9|MACNE [165:S1]

tr|A0A2K5LYR0|CERAT [165:S1]

tr|A0A2K5ZYT9|MANLE [165:S1]

tr|A0A8D2FK73|THEGE [165:S1]

tr|A0A2I3M1R3|PAPAN [165:S1]

tr|A0A2J8VAF9|PONAB [165:S1]

tr|A0A2I3G9S4|NOMLE [165:S1]

tr|A0A2K6SFU3|SAIBB [165:S1]

tr|A0A2K5PW92|CEBIM [165:S1]

tr|A0A6J3FMQ8|SAPAP [165:S1]

tr|A0A2R9CST1|PANPA [165:S1]

tr|H2QZ05|PANTR [165:S1]

tr|I3M8J8|ICTTR [167:S1]

tr|A0A8D2HSF7|UROPR [167:S1]

sp|Q9D8C3−2|MOUSE [165:C1]

tr|A0A286XBK9|CAVPO [165:C1]

tr|A0A8C9JM75|PANTA [159:C1]

tr|A0A6J0CWQ3|PERMB [165:C1]

tr|A0A8C2UTL8|CHILA [165:C1]

sp|Q5I0K7|RAT [165:C1]

tr_iso|A0A6J3FN20|SAPAP [815:S1]

tr_iso|A0A2I3SF50|PANTR [982:S1]

tr_iso|A0A2I3RQ88|PANTR [978:S1]

tr_iso|A0A6J3FM08|SAPAP [987:S1]

tr_iso|A0A8C9DT82|PROSS [1090:S1]

tr_iso|A0A096N7D0|PAPAN [1058:S1]

tr_iso|A0A096LPI3|HUMAN [1000:S1]

tr_iso|A0A2K6G024|PROCO [1085:S1]

tr_iso|A0A2K5JKF4|COLAP [1138:S1]

tr_iso|A0A2K5VHY6|MACFA [1139:S1]

tr_iso|A0A2I3TJF5|PANTR [1136:S1]

tr_iso|A0A2R9CN43|PANPA [1136:S1]

tr_iso|A0A2K6PVV5|RHIRO [1137:S1]

tr_iso|A0A2K5ZYU2|MANLE [1138:S1]

tr_iso|A0A8D2FJR6|THEGE [1133:S1]

tr_iso|A0A096MPM6|PAPAN [1136:S1]

tr_iso|A0A2K5LYQ0|CERAT [1136:S1]

tr_iso|K7EST6|PONAB [1134:S1]

tr_iso|A0A2K6CHX0|MACNE [1134:S1]

tr_iso|A0A8C9I4P6|X5919 [1132:S1]

tr_iso|A0A287D4N9|ICTTR [1098:S1]

tr_iso|A0A8I5N956|PAPAN [1119:S1]

tr_iso|A0A2K5VI07|MACFA [1122:S1]

tr_iso|F7CXN0|MACMU [1119:0]

tr_iso|H0W805|CAVPO [1095:C1]

tr_iso|A0A8C5YDQ2|MICMU [1103:S1]

tr_iso|A0A8D2KJ93|UROPR [1093:S1]

tr_iso|A0A6J3FMP2|SAPAP [1099:S1]

tr_iso|A0A2K5PWB4|CEBIM [1099:S1]

tr_iso|A0A8I5NPD0|PAPAN [1112:S1]

tr_iso|A0A2I3MJ70|PAPAN [1077:S1]

tr_iso|A0A6J3FMQ2|SAPAP [1014:S1]

tr_iso|A0A8C5XJ42|MICMU [1118:S1]

tr_iso|A0A8C5YBY4|MICMU [1065:S1]

tr_iso|A0A6J3FN08|SAPAP [1085:S1]

tr_iso|A0A6J3FLN8|SAPAP [1115:S1]

tr_iso|F6UXL5|CALJA [1121:S1]

tr_iso|A0A2Y9RE45|X1275 [1127:S1]

tr_iso|A0A2K6SFP4|SAIBB [1123:S1]

tr_iso|A0A6J3FLU3|SAPAP [1123:S1]

tr_iso|A0A2K5DDE2|AOTNA [1115:S1]

tr_iso|A0A8D2D302|SCIVU [1121:S1]

tr_iso|A0A8C2UQQ4|CHILA [1114:C1]

tr_iso|A0A8C9JF29|PANTA [1118:C1]

tr_iso|A0A287CYM3|ICTTR [1115:S1]

tr_iso|A0A8D2HQL2|UROPR [1117:S1]

tr_iso|A0A8C5VXL2|MICMU [1059:S1]

tr_iso|A0A2K5LYI5|CERAT [1059:S1]

tr_iso|A0A8I3X040|CALJA [1043:S1]

tr_iso|A0A6J3FMP7|SAPAP [1045:S1]

tr_iso|G1RWX9|NOMLE [1062:S1]

sp_iso|Q9NP73−3|HUMAN [1059:S1]

tr_iso|A0A6J3FLV1|SAPAP [1019:S1]

tr_iso|H2PWI2|PONAB [1030:S1]

tr_iso|A0A2K6PVU0|RHIRO [1016:S1]

tr_iso|A0A8C9JPK1|PANTA [961:C1]

tr_iso|A0A2K6FZZ3|PROCO [958:S1]

tr_iso|A0A8D2D1Y6|SCIVU [954:S1]

tr_iso|F6UYL0|CALJA [951:S1]

tr_iso|A0A8D2FG05|THEGE [951:S1]

tr_iso|A0A2K6SFS0|SAIBB [954:S1]

tr_iso|A0A2R9CKP2|PANPA [954:S1]

tr_iso|A0A2J8KYF4|PANTR [954:S1]

tr_iso|A0A2K6PVX5|RHIRO [954:S1]

tr_iso|A0A2K5JKC0|COLAP [954:S1]

tr_iso|A0A8C9I0D3|X5919 [954:S1]

tr_iso|A0A2J8VAE0|PONAB [954:S1]

tr_iso|A0A2K5ZYS1|MANLE [954:S1]

tr_iso|A0A2K5LYP0|CERAT [954:S1]

tr_iso|A0A2K5VHY9|MACFA [954:S1]

tr_iso|A0A2K6CHW6|MACNE [954:S1]

tr_iso|A0A2I3GLE8|NOMLE [954:S1]

sp_iso|Q9NP73−4|HUMAN [954:S1]

tr_iso|A0A2K5DDG3|AOTNA [947:S1]

tr_iso|A0A8C9AKR6|PROSS [922:S1]

tr_iso|A0A8C5V040|MICMU [949:S1]

tr_iso|A0A2K5PWB8|CEBIM [930:S1]

tr_iso|A0A6J0D150|PERMB [863:C1]

tr_iso|A0A341BTA3|NEOAA [857:0]

tr_iso|A0A6J0CWP6|PERMB [918:C1]

tr_iso|A0A6J0CYB7|PERMB [928:C1]

tr_iso|A0A6P5AXK8|BOSIN [912:C2]

tr_iso|A0A6P5BLV8|BOSIN [907:C2]

tr_iso|A0A7J8EIN2|ROUAE [892:C2]

tr_iso|A0A7J8EHZ4|ROUAE [884:C2]

tr_iso|A0A7J8EHR5|ROUAE [893:C2]

tr_iso|A0A5N4C1W8|CAMDR [899:0]

tr_iso|A0A5N4C1Z8|CAMDR [901:0]

tr_iso|A0A5N4C1Z1|CAMDR [891:0]

tr_iso|A0A5N4C1Z4|CAMDR [878:0]

tr_iso|A0A5N4C1Z5|CAMDR [889:0]

tr_iso|A0A6P5BLX4|BOSIN [891:C2]

tr_iso|A0A0G2K6U8|RAT [960:C1]

tr_iso|G3WT41|SARHA [943:0]

tr_iso|G1LZW3|AILME [762:0]

tr_iso|A0A096MJV8|RAT [684:C1]

tr_iso|G3U8B0|LOXAF [281:0]

tr_iso|G3U6G3|LOXAF [542:0]

tr_iso|G3TR10|LOXAF [459:0]

tr_iso|A0A6J3FLV7|SAPAP [423:S1]

tr_iso|A0A5F8MPZ7|MOUSE [969:C1]

sp_iso|Q9D8C3|MOUSE [1166:C1]

tr_iso|A0A5F5Q3B6|HORSE [131:0]

tr_iso|A0A9L0R6Y4|HORSE [143:0]

tr_iso|A0A8D2D3B5|SCIVU [132:S1]

tr_iso|A0A8C9AKF1|PROSS [133:S1]

tr_iso|A0A2K5JKH1|COLAP [133:S1]

tr_iso|A0A2K6SFT2|SAIBB [133:S1]

tr_iso|A0A096LNJ4|HUMAN [132:S1]

tr_iso|A0A8C9ICD2|X5919 [133:S1]

tr_iso|A0A2K5DDG1|AOTNA [133:S1]

tr_iso|A0A2K5PW76|CEBIM [133:S1]

tr_iso|A0A2K6SFU6|SAIBB [133:S1]

tr_iso|A0A2K6PVY2|RHIRO [133:S1]

tr_iso|A0A2K5VHZ5|MACFA [133:S1]

tr_iso|A0A2K6CHW7|MACNE [133:S1]

tr_iso|A0A2K5LYR5|CERAT [133:S1]

tr_iso|A0A2K5ZYZ1|MANLE [133:S1]

tr_iso|A0A8D2FKB4|THEGE [133:S1]

tr_iso|A0A2I3MWF4|PAPAN [133:S1]

tr_iso|A0A2J8VAH7|PONAB [133:S1]

tr_iso|A0A2I3H3T1|NOMLE [133:S1]

tr_iso|A0A2R9CN45|PANPA [133:S1]

tr_iso|A0A2I3RRD7|PANTR [133:S1]

tr_iso|A0A087WX43|HUMAN [133:S1]

tr_iso|A0A8C5V018|MICMU [133:S1]

tr_iso|A0A2R8PN68|CALJA [134:S1]

tr_iso|A0A8C9I164|X5919 [146:S1]

tr_iso|A0A2K5JKF9|COLAP [159:S1]

tr_iso|A0A8C9AFG3|PROSS [150:S1]

tr_iso|A0A2Y9RFA6|X1275 [172:S1]

tr_iso|M3WDM0|FELCA [152:0]

tr_iso|A0A087WTT9|HUMAN [171:S1]

tr_iso|A0A5F8H2K5|MONDO [178:0]

tr_iso|A0A5F8GMV7|MONDO [159:0]

tr_iso|F7FXL7|MONDO [167:0]

tr_iso|A0A8I3PHG4|CANLF [186:0]

tr_iso|A0A8C9DSQ7|PROSS [300:S1]

tr_iso|A0A2K6SFS3|SAIBB [296:S1]

tr_iso|A0A2K5PWD2|CEBIM [296:S1]

tr_iso|A0A2K5JKE1|COLAP [296:S1]

tr_iso|A0A2I3GA19|NOMLE [296:S1]

tr_iso|A0A1B0GVW6|HUMAN [296:S1]

tr_iso|A0A2K6PVW3|RHIRO [296:S1]

tr_iso|A0A2K5ZYV7|MANLE [296:S1]

tr_iso|A0A2K5LYQ3|CERAT [296:S1]

tr_iso|A0A2K6CHY0|MACNE [296:S1]

tr_iso|A0A6J3FLQ4|SAPAP [353:S1]

tr_iso|A0A2K5DDG6|AOTNA [132:S1]

tr_iso|A0A6J3FM13|SAPAP [138:S1]

tr_iso|A0A2K6PVX8|RHIRO [145:S1]

tr_iso|A0A096LNL2|HUMAN [150:S1]

tr_iso|A0A6J0CYD4|PERMB [160:C1]

tr_iso|E9PX10|MOUSE [155:C1]

tr_iso|A0A8I3PUJ9|CANLF [173:0]

tr_iso|A0A667I874|LYNCA [187:0]

tr_iso|A0A9L0R984|HORSE [173:0]

tr_iso|F7CXN6|MACMU [179:0]

tr_iso|E9Q2P6|MOUSE [81:C1]

tr_iso|A0A6J3FN25|SAPAP [87:S1]

tr_iso|A0A8C9I0E6|X5919 [135:S1]

tr_iso|F1MU60|BOVIN [136:0]

tr_iso|A0A8C9I4R1|X5919 [152:S1]

tr_iso|A0A2K5ZYU3|MANLE [159:S1]

tr_iso|A0A2K6CHX2|MACNE [159:S1]

tr_iso|A0A2K5LYQ5|CERAT [159:S1]

tr_iso|A0A2I3HG78|NOMLE [159:S1]

tr_iso|D6RE84|HUMAN [159:S1]

tr_iso|A0A2K6PVW7|RHIRO [159:S1]

tr_iso|A0A2I3TM90|PANTR [159:S1]

tr_iso|A0A2R9CKN7|PANPA [159:S1]

tr_iso|A0A7J7YBW4|MYOMY [212:C2]

sp_iso|Q9NP73−2|HUMAN [165:S1]

PTHR12867:SF7 − 262 sequences; 86 organisms (241217)
 S1: n_tax: 26 rank_score: 266.84 canon_cost: 0.9093 prop_cost: 0.0012
 C1: n_tax: 6 canon_cost: 0.0070
 C2: n_tax: 7 canon_cost: 0.0148


