
tr|A0A6J0DU55|PERMB [173:0]

tr|A0A2K5IUH7|COLAP [160:0]

tr|A0A8C9JHU2|PANTA [170:0]

tr|A0A2I2Z7I5|GORGO [207:0]

tr|A0A2U3YG14|LEPWE [205:0]

tr|A0A2K6F8B9|PROCO [259:0]

tr|A0A3Q7PCD6|CALUR [268:0]

tr|G1LWJ5|AILME [268:0]

tr|A0A485P5Q7|LYNPA [260:0]

tr|A0A8C6R6W5|NANGA [196:0]

tr|A0A8B6ZFN1|X1230 [243:0]

tr|A0A8C6D8I2|MOSMO [245:0]

tr|A0A8C5P5W3|JACJA [259:0]

tr|A0A8C6EZU8|MARMA [262:0]

tr|A0A287D5T4|ICTTR [254:0]

tr|A0A1U7QIX0|MESAU [293:0]

tr|A0A8C6H3Z0|MUSSI [302:0]

sp|Q9EPI2|RAT [273:0]

sp|Q9JJT2|MOUSE [260:0]

tr|A0A7J8DGP9|ROUAE [271:0]

tr|A0A7J7Y9X1|PIPKU [277:0]

tr|A0A6P3FBS1|OCTDE [268:0]

tr|A0A8D2B273|SCIVU [271:0]

tr|A0A7E6CEC1|X8967 [290:0]

tr|A0A452FZA8|CAPHI [274:0]

tr|A0A5F8H6I4|MONDO [355:0]

tr|A0A6P5CTR6|BOSIN [298:0]

tr|A0A3Q7TE44|VULVU [300:0]

tr|A0A5J5N003|MUNRE [286:0]

tr|A0A2K6TL25|SAIBB [292:0]

tr|F7HBH6|MACMU [287:0]

tr|A0A8C0JP04|X2864 [297:0]

tr|A0A8D2IDM2|UROPR [284:0]

tr|A0A8C9A8C9|PROSS [293:0]

tr|A0A811Y096|NYCPR [399:0]

tr|A0A2K6RH14|RHIRO [268:0]

tr|A0A6J3J7D2|SAPAP [314:0]

tr|G1SEY1|RABIT [345:0]

tr|A0A2I3GCW5|NOMLE [339:0]

tr|A0A6P6ILF3|PUMCO [370:0]

tr|A0A452R4P6|URSAM [429:0]

tr|A0A452SRG1|URSAM [334:0]

tr|A0A286XTD7|CAVPO [280:0]

tr|A0A8B7RH31|HIPAR [310:0]

tr|A0A8U0T9G9|MUSPF [309:0]

tr|A0A2Y9DYR3|X1275 [322:0]

tr|A0A2U4CM16|TURTR [351:0]

tr|A0A2Y9S2Y1|PHYMC [343:0]

tr|A0A4W2D8V7|BOBOX [353:0]

tr|A0A8M1GGE5|URSMA [470:0]

tr|A0A6P5LYB0|PHACI [466:0]

tr|A0A6I8P881|ORNAN [634:0]

tr|A0A8J6GML1|MICOH [2507:0]

sp|Q9GZZ7|HUMAN [299:S1]

tr|A0A2U3VSU6|ODORO [268:S1]

tr|A0A3Q7PE94|CALUR [268:S1]

tr|A0A8C3WRM9|X5115 [267:S1]

tr|A0A2Y9H021|NEOSC [268:S1]

tr|A0A6J0W4W3|X9880 [269:S1]

tr|G3MZM3|BOVIN [269:S1]

tr|A0A8B9X3P1|BOSMU [269:S1]

tr|A0A2K5X1I7|MACFA [266:S1]

tr|A0A6P6IKJ6|PUMCO [268:S1]

tr|A0A7J7VYD3|MYOMY [274:S1]

tr|A0A7J8HH04|MOLMO [269:S1]

tr|A0A8I3S0X9|CANLF [274:S1]

tr|A0A8C4KYW1|EQUAS [272:S1]

tr|F7D3I5|HORSE [272:S1]

tr|A0A667GRQ0|LYNCA [268:S1]

tr|A0A337SQU0|FELCA [268:S1]

tr|A0A8C8WEQ5|PANLE [268:S1]

tr|A0A6J2AAA3|ACIJB [268:S1]

tr|A0A1S3ARE9|ERIEU [259:S1]

tr|A0A8B8VBH0|BALMU [269:S1]

tr|A0A340XVV4|LIPVE [269:S1]

tr|A0A341B9W1|NEOAA [269:S1]

tr|A0A8C9DYN2|PHOSS [269:S1]

tr|A0A2Y9PSP3|DELLE [269:S1]

tr|A0A8B7VJH7|CASCN [269:S1]

tr|H2QJW0|PANTR [269:S1]

tr|G1R7U5|NOMLE [269:S1]

tr|A0A384B9G5|BALAS [269:S1]

tr|A0A1S3EPC2|DIPOR [267:S1]

tr|G1T3U4|RABIT [270:S1]

tr|A0A8C9IAA5|X5919 [268:S1]

tr|A0A2K6KCY4|RHIBE [268:S1]

tr|A0A2K6APX3|MACNE [268:S1]

tr|A0A2K5NBP3|CERAT [268:S1]

tr|A0A2K6A4N9|MANLE [268:S1]

tr|A0A2I3M657|PAPAN [268:S1]

tr|A0A8D2K0R8|THEGE [268:S1]

tr|A0A5G2QY14|PIG [267:S1]

tr|A0A673TWS4|SURSU [271:S1]

tr|A0A8C6EK87|MICMU [271:S1]

tr|A0A8C7BRE3|NEOVI [271:S1]

tr|A0A2Y9ILC0|X3911 [270:S1]

tr|A0A9B0U363|CHRAS [265:S1]

tr|A0A2K5RGJ3|CEBIM [270:S1]

tr|A0A671FL94|RHIFE [273:S1]

tr|A0A2K5FAJ4|AOTNA [270:S1]

tr|H2P1C3|PONAB [270:S1]

tr|A0A2R8PGL7|CALJA [270:S1]

tr_iso|A0A2K6RH16|RHIRO [243:0]

tr_iso|A0A2K6F8C6|PROCO [253:0]

tr_iso|A0A7J7VYF3|MYOMY [276:S1]

tr_iso|A0A8C5LM72|JACJA [240:0]

sp_iso|Q9GZZ7−3|HUMAN [182:S1]

tr_iso|A0A7J8DH78|ROUAE [184:0]

sp_iso|Q9JJT2−3|MOUSE [190:0]

sp_iso|Q9JJT2−6|MOUSE [199:0]

tr_iso|A0A673TXR5|SURSU [260:S1]

tr_iso|A0A8D2IGY3|UROPR [255:0]

tr_iso|A0A287D4V7|ICTTR [249:0]

sp_iso|Q9JJT2−2|MOUSE [293:0]

tr_iso|A0A8C6H508|MUSSI [293:0]

sp_iso|Q9JJT2−5|MOUSE [302:0]

tr_iso|A0A8I6AS10|RAT [265:0]

sp_iso|Q9JJT2−4|MOUSE [269:0]

sp_iso|Q9EPI2−2|RAT [258:0]

tr_iso|A0A286ZJN2|PIG [249:S1]

tr_iso|A0A673TXN8|SURSU [268:S1]

tr_iso|A0A5F5Y5E9|FELCA [271:S1]

tr_iso|F6QJK8|MONDO [333:0]

tr_iso|A0A452FZB6|CAPHI [243:0]

tr_iso|A0A4W2CTA6|BOBOX [272:0]

tr_iso|A0A4W2CTA4|BOBOX [297:0]

tr_iso|A0A452SRJ4|URSAM [288:0]

tr_iso|A0A2K5RGJ4|CEBIM [304:S1]

tr_iso|A0A2K5FAJ7|AOTNA [295:S1]

tr_iso|A0A341BBC4|NEOAA [291:S1]

tr_iso|A0A673TPU4|SURSU [298:S1]

tr_iso|A0A673TXK3|SURSU [296:S1]

tr_iso|A0A3Q2LE61|HORSE [309:S1]

tr_iso|A0A673T3J5|SURSU [331:0]

tr_iso|A0A5F9C5L0|RABIT [317:0]

tr_iso|G1QJ11|NOMLE [305:0]

tr_iso|A0A3Q2HEF0|HORSE [274:S1]

tr_iso|A0A2Y9SAU6|PHYMC [317:0]

tr_iso|A0A2U4CM13|TURTR [318:0]

tr_iso|A0A5F9DMU3|RABIT [513:S1]

tr_iso|A0A8M1GEA3|URSMA [431:0]

tr_iso|A0A7N5P955|AILME [516:0]

tr_iso|A0A6I8P4X4|ORNAN [460:0]

sp_iso|Q9GZZ7−2|HUMAN [269:S1]

PTHR10269:SF2 − 144 sequences; 97 organisms (241217)
 S1: n_tax: 49 rank_score: 496.80 canon_cost: 0.1140 prop_cost: 0.0155


