
tr_iso|G2HF82|PANTR [446:S1]

tr_iso|G3QS07|GORGO [446:S1]

sp|O18737|BOVIN [450:S1]

sp|Q13137|HUMAN [446:S1]

sp|A2A6M5|MOUSE [331:0]

tr|A0A452DI74|BOVIN [490:0]

tr|A0A2I3TAR8|PANTR [467:S1]

tr|A0A2I2ZR09|GORGO [501:S1]

sp_iso|A2A6M5−5|MOUSE [233:0]

sp_iso|A2A6M5−3|MOUSE [233:0]

sp_iso|A2A6M5−4|MOUSE [240:0]

sp_iso|A2A6M5−2|MOUSE [261:0]

tr_iso|G8JL78|MOUSE [310:0]

sp_iso|Q13137−5|HUMAN [374:S1]

sp_iso|Q13137−3|HUMAN [467:S1]

sp_iso|Q13137−4|HUMAN [470:S1]

tr_iso|G3SGR7|GORGO [470:S1]

tr_iso|A0A2I2YZ50|GORGO [467:S1]

sp_iso|Q13137−2|HUMAN [404:S1]

tr_iso|A0A2I2YW11|GORGO [404:S1]

tr_iso|A0A2I3RNJ6|PANTR [404:S1]

PTHR31915:SF4 : 21 taxa (240206)
 S1: n_tax: 4 rank_score: 88.32 canon_cost: 0.1590 prop_cost: 0.0133


