
sp_iso|P56975−4|HUMAN [696:S1]

tr_iso|A0A2I2ZMU8|GORGO [696:S1]

tr_iso|E9Q396|MOUSE [697:S1]

tr_iso|A0A2I3TDF7|PANTR [697:S1]

tr|F1MS28|BOVIN [701:S1]

sp|O35181|MOUSE [713:S1]

sp|P56975|HUMAN [720:S1]

tr|G3R7A3|GORGO [720:S1]

tr|A0A2I3S2M2|PANTR [721:S1]

sp_iso|P56975−2|HUMAN [713:S1]

tr_iso|G3V023|MOUSE [689:S1]

sp_iso|P56975−3|HUMAN [499:S1]

tr_iso|D9ZHQ8|HUMAN [346:S1]

tr_iso|A0A2I2YPC8|GORGO [348:S1]

tr_iso|A0A2I3TI56|PANTR [348:S1]

tr_iso|D9ZHQ7|HUMAN [526:S1]

tr_iso|A0A2I2YAL7|GORGO [526:S1]

tr_iso|A0A2I3RRX6|PANTR [526:S1]

tr_iso|D9ZHQ6|HUMAN [500:S1]

tr_iso|A0A2I2YVI3|GORGO [500:S1]

tr_iso|H2RE16|PANTR [500:S1]

PTHR11100:SF18 : 21 taxa (240206)
 S1: n_tax: 5 rank_score: 35.70 canon_cost: 0.0508 prop_cost: 0.0126


