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tr|F7CYC8|HORSE [673:1]

tr|A0A2I3RHD9|PANTR [673:1]

tr|G3RV63|GORGO [673:1]

tr|F1M943|RAT [673:1]

tr|F7G243|MONDO [673:1]

sp|Q9DBR3|MOUSE [673:1]

sp|Q8IUR7|HUMAN [673:1]

tr_iso|A0A6I8PLM9|ORNAN [705:0]

tr_iso|A0A6I8P369|ORNAN [703:0]

tr_iso|F7EXA9|ORNAN [693:0]

tr_iso|A0A3Q2I9A6|HORSE [641:0]
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tr_iso|A0A3Q1MCZ7|BOVIN [642:0]

tr_iso|A0A5G2QXX5|PIG [619:0]

tr_iso|A0A5F8GVZ6|MONDO [632:0]

tr_iso|A0A1D5QGK9|MACMU [596:0]

tr_iso|A0A5F8HHK5|MONDO [635:0]

sp_iso|Q8IUR7−3|HUMAN [631:0]

tr_iso|A0A1D5Q324|MACMU [631:0]

tr_iso|B7Z637|HUMAN [600:0]

tr_iso|A0A8I6AIU1|RAT [655:0]

tr_iso|A0A286ZXK9|PIG [658:0]

tr_iso|G3S7U5|GORGO [659:0]
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tr_iso|K7A2N3|PANTR [659:0]

tr_iso|A0A5F5PJW3|HORSE [659:0]

tr_iso|A0A337SI63|FELCA [659:0]

tr_iso|A0A5F8GC65|MONDO [596:0]

tr_iso|A0A8I6GI95|RAT [606:0]

tr_iso|A0A2I2ZPA2|GORGO [606:0]

sp_iso|Q8IUR7−8|HUMAN [606:0]

tr_iso|A0A2I3THB5|PANTR [606:0]

tr_iso|A0A5F5PL10|HORSE [606:0]

tr_iso|A0A337SE14|FELCA [606:0]

tr_iso|A0A287AYM8|PIG [605:0]

tr_iso|A0A1D5QY11|MACMU [613:0]

tr_iso|H2R327|PANTR [651:0]

tr_iso|A0A1D5QZ15|MACMU [620:0]

tr_iso|A0A3Q1M5G7|BOVIN [639:0]

tr_iso|A0A8W4FH01|PIG [650:0]

tr_iso|A0A8W4FL97|PIG [650:0]
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tr_iso|I3L6N3|PIG [399:0]

tr_iso|G5E9V6|HUMAN [399:0]
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tr_iso|G5E9V7|HUMAN [357:0]

tr_iso|A0A8I6AD24|RAT [357:0]

sp_iso|Q9DBR3−3|MOUSE [357:0]

tr_iso|M3VXL8|FELCA [673:1]

PTHR15651:SF7 n_tax: 9 rank_score: 186.58 canon_cost: 0.0412 prop_cost: 0.0000


