
sp|P48820|BOVIN [1085:0]

tr|F7DTD8|HORSE [585:0]

tr|G3R6A2|GORGO [439:0]

tr|A0A2K6HGX5|PANTR [439:0]

tr|A0A6I8PRN7|ORNAN [430:0]

tr|F7BV49|MONDO [312:0]

sp|Q9D6D8|MOUSE [313:0]

sp|Q1RMP7|BOVIN [307:0]

tr|A0A8W4FDC7|PIG [307:0]

tr|D4A1I9|RAT [332:0]

tr|A0A3Q1MKC9|BOVIN [125:0]

tr|F7BWX6|ORNAN [368:0]

sp|Q9CR16|MOUSE [370:0]

tr|M0RB67|RAT [370:0]

sp|Q6DGG0|RAT [370:0]

tr|G3RAF0|GORGO [370:0]

tr|H2QQC9|PANTR [370:0]

tr|H9EVU2|MACMU [370:0]

tr|G3XEW7|FELCA [370:0]

tr|F1RTY6|PIG [370:0]

sp|P26882|BOVIN [370:0]

tr|A0A5F8A222|MACMU [345:0]

tr|F7DFM9|HORSE [398:0]

tr|F7F5V4|MACMU [337:2]

sp|Q9D868|MOUSE [188:1]

tr|F1SF95|PIG [211:1]

tr|A0A3Q2ICA3|HORSE [291:1]

tr|A0A2I2YWK9|GORGO [311:2]

tr|H2QTI9|PANTR [311:2]

tr|M3XEL5|FELCA [311:2]

sp|Q0P5D0|BOVIN [177:1]

tr|G3XEW8|FELCA [177:1]

tr|F6ZFR3|MACMU [177:1]

tr|A0A8I5ZMT9|RAT [177:1]

tr|F6WXM4|MONDO [177:1]

tr|F7CP97|ORNAN [177:1]

sp|Q8IXY8|HUMAN [311:2]

sp|Q08752|HUMAN [370:0]

tr_iso|A0A3Q2HBX9|HORSE [556:0]

tr_iso|A0A5F8G7X9|MONDO [293:0]

tr_iso|D4A5Z2|RAT [313:0]

tr_iso|B4DEK6|HUMAN [263:0]

tr_iso|G3SKG1|GORGO [337:0]

sp_iso|Q8IXY8−2|HUMAN [337:0]

tr_iso|A0A2I3RF40|PANTR [337:0]

tr_iso|A0A2I2YLV2|GORGO [279:0]

sp_iso|Q8IXY8−3|HUMAN [279:0]

tr_iso|A0A2I3SP44|PANTR [279:0]

tr_iso|A0A337STF9|FELCA [279:0]

tr_iso|A0A3Q2GYL6|HORSE [279:0]

tr_iso|F1RZP8|PIG [274:0]

tr_iso|A0A2I2URB7|FELCA [172:0]

tr_iso|A0A8I6A6F0|RAT [176:0]

tr_iso|A0A3Q2HQJ4|HORSE [172:0]

tr_iso|D3ZUZ9|RAT [171:0]

tr_iso|A0A3Q1MTD5|BOVIN [196:0]

tr_iso|A0A3Q1LZF5|BOVIN [174:0]

tr_iso|A0A337S4C9|FELCA [133:0]

tr_iso|A0A5F5PPE5|HORSE [134:0]

tr_iso|A0A5G2QQA6|PIG [162:0]

tr_iso|A0A5G2R048|PIG [150:0]

tr_iso|A0A8W4FM84|PIG [194:0]

tr_iso|A0A6I8NVC1|ORNAN [133:0]

tr_iso|A2BGI9|MOUSE [134:0]

tr_iso|D4A5R0|RAT [134:0]

tr_iso|A0A5G2RII9|PIG [134:0]

tr_iso|A0A3Q2GY67|HORSE [276:0]

tr_iso|A0A8I6GKS0|RAT [366:0]

tr_iso|A0A8L2QI97|RAT [341:0]

tr_iso|A0A8I5Y5S4|RAT [248:0]

sp_iso|P48820−2|BOVIN [252:0]

tr_iso|F7EAS2|MACMU [311:2]

tr_iso|F6YTQ2|HORSE [177:1]

sp_iso|Q9D868−2|MOUSE [177:1]

tr_iso|A0A5K1VU77|PIG [177:1]

PTHR11071:SF561 n_tax: 9 rank_score: 105.87 canon_cost: 0.5801 prop_cost: 0.0000


