
tr|A0A6I8N5M1|ORNAN [599:0]

tr|F6YV41|MACMU [549:2]

tr|M3WHZ8|FELCA [542:1]

tr|A0A287A2E5|PIG [542:1]

tr|A0A5F8HCI5|MONDO [566:2]

sp|P62484|MOUSE [446:2]

sp|Q9NYB9|HUMAN [513:1]

tr|A0A2J8N5I3|PANTR [513:1]

tr|A0A2I2ZWH6|GORGO [513:1]

tr|A0A3Q1M4C1|BOVIN [513:1]

tr|A0A3Q2HM56|HORSE [513:1]

tr_iso|A0A2I2YUP0|GORGO [390:0]

tr_iso|A0A2I3SCB0|PANTR [390:0]

sp_iso|Q9NYB9−3|HUMAN [401:0]

tr_iso|A0A5F8AN76|MACMU [444:0]

tr_iso|F7ELQ9|ORNAN [483:0]

tr_iso|F7ARQ4|HORSE [476:0]

tr_iso|F7ARN1|HORSE [462:0]

tr_iso|A0A087WPP8|MOUSE [475:0]

tr_iso|A7MB24|BOVIN [475:0]

tr_iso|A0A2I2V3N8|FELCA [475:0]

tr_iso|A0A2I2ZPP2|GORGO [475:0]

sp_iso|Q9NYB9−2|HUMAN [475:0]

tr_iso|A0A2I3SWL9|PANTR [475:0]

tr_iso|A0A1D5QAQ1|MACMU [475:0]

tr_iso|A0A5F8H605|MONDO [505:0]

tr_iso|A0A2I3RHZ5|PANTR [415:0]

tr_iso|Q6AXH6|MOUSE [480:0]

tr_iso|E7EW77|HUMAN [480:0]

tr_iso|A0A7D9NKC8|HUMAN [513:0]

tr_iso|Q6AXD2|MOUSE [487:0]

tr_iso|A0A6I8P4X7|ORNAN [515:0]

tr_iso|A0A5F5PXU0|HORSE [507:0]

tr_iso|A0A5F5Y6F1|FELCA [507:0]

tr_iso|A0A2I2ZFI4|GORGO [507:0]

tr_iso|A0A0C4DG21|HUMAN [507:0]

tr_iso|A0A2I3ST45|PANTR [507:0]

sp_iso|Q9NYB9−4|HUMAN [507:0]

tr_iso|A0A6I8NZX6|ORNAN [593:0]

tr_iso|A0A6I8NPV8|ORNAN [550:0]

tr_iso|A0A3Q1MP86|BOVIN [549:0]

tr_iso|F6YV31|MACMU [519:0]

tr_iso|A0A3Q1MB26|BOVIN [537:0]

tr_iso|A0A5F5XUX5|FELCA [539:0]

tr_iso|A0A5F8GEI6|MONDO [542:0]

tr_iso|A0A287BSQ3|PIG [541:0]

tr_iso|G3RJU2|GORGO [535:0]

tr_iso|F7AYN2|MONDO [560:0]

tr_iso|A0A3Q1MLG0|BOVIN [500:0]

tr_iso|A0A6I8P9Z6|ORNAN [501:0]

tr_iso|A0A287BPV8|PIG [493:0]

tr_iso|F6YV50|MACMU [450:0]

tr_iso|A0A5F8H9W6|MONDO [517:0]

tr_iso|A0A5F5PL48|HORSE [458:0]

tr_iso|A0A087WRS3|MOUSE [458:0]

tr_iso|A0A337SDU6|FELCA [458:0]

tr_iso|A0A2I2ZKM8|GORGO [458:0]

tr_iso|E9PEZ7|HUMAN [458:0]

tr_iso|H2QJ98|PANTR [458:0]

tr_iso|A0A1D5R2Q2|MACMU [464:0]

tr_iso|A0A5F8HK35|MONDO [288:0]

tr_iso|A0A287B8G8|PIG [449:0]

tr_iso|F8WAL6|HUMAN [542:0]

tr_iso|A0A5F8G218|MONDO [446:2]

tr_iso|A0A1D5R9D2|MACMU [446:2]

tr_iso|A0A287AUY1|PIG [513:1]

tr_iso|A0A337S1B2|FELCA [513:1]

PTHR10460:SF26 n_tax: 7 rank_score: 104.01 canon_cost: 0.0586 prop_cost: 0.0000


