
tr|A0A8I5XZV4|RAT [1256:0]

tr|F7FLJ3|MONDO [1217:0]

tr|A2A484|MOUSE [1235:0]

tr|F1MY77|BOVIN [1193:0]

tr|H2QKJ0|PANTR [1241:1]

tr|A0A2I2ZS19|GORGO [1241:1]

sp|Q9ULU4|HUMAN [1186:1]

tr_iso|A0A087WV57|HUMAN [767:0]

sp_iso|Q9ULU4−17|HUMAN [1054:0]

tr_iso|A0A087WYS3|HUMAN [1087:0]

tr_iso|A0A2I3S3Y9|PANTR [1087:0]

tr_iso|A0A2I2ZW61|GORGO [1087:0]

sp_iso|Q9ULU4−8|HUMAN [1107:0]

tr_iso|A2A485|MOUSE [1094:0]

tr_iso|A0A3Q1NC60|BOVIN [1140:0]

sp_iso|Q9ULU4−14|HUMAN [1135:0]

sp_iso|Q9ULU4−21|HUMAN [1115:0]

tr_iso|G3RD33|GORGO [1234:0]

tr_iso|A0A2I3SW48|PANTR [1234:0]

sp_iso|Q9ULU4−19|HUMAN [1241:0]

tr_iso|A0A5F8GB00|MONDO [1197:0]

tr_iso|A0A5F8GYW6|MONDO [1195:0]

tr_iso|A0A5F8G2Q7|MONDO [1191:0]

tr_iso|A0A8I6A294|RAT [1232:0]

tr_iso|A2A482|MOUSE [1206:0]

sp_iso|Q9ULU4−11|HUMAN [1214:0]

tr_iso|A0A2I3RB17|PANTR [1214:0]

tr_iso|A0A2I2Y7H6|GORGO [1214:0]

tr_iso|A0A8I5ZZH4|RAT [1210:0]

tr_iso|A0A8I5ZX36|RAT [1212:0]

tr_iso|A8C4G9|RAT [1208:0]

tr_iso|A0A2I3RJ44|PANTR [1184:0]

tr_iso|A0A2I2Z4G3|GORGO [1202:0]

sp_iso|Q9ULU4−10|HUMAN [1206:0]

tr_iso|A0A5F8HA58|MONDO [1143:0]

sp_iso|Q9ULU4−18|HUMAN [1134:0]

tr_iso|A0A3Q1M0D0|BOVIN [1121:0]

sp_iso|Q9ULU4−15|HUMAN [1088:0]

sp_iso|Q9ULU4−20|HUMAN [1186:0]

tr_iso|A0A2I3SWG9|PANTR [1186:0]

tr_iso|A0A2I2ZWK0|GORGO [1186:0]

sp_iso|Q9ULU4−5|HUMAN [1181:0]

tr_iso|E9Q8D1|MOUSE [1199:0]

sp_iso|Q9ULU4−13|HUMAN [1188:0]

tr_iso|A0A2I2ZR43|GORGO [1166:0]

tr_iso|A2A483|MOUSE [1179:0]

sp_iso|Q9ULU4−9|HUMAN [1168:0]

tr_iso|A0A2I3RJ92|PANTR [1172:0]

sp_iso|Q9ULU4−12|HUMAN [1160:0]

tr_iso|A0A087WVZ6|HUMAN [1136:0]

tr_iso|A0A2I3RPM6|PANTR [1136:0]

tr_iso|A0A2I2ZAC6|GORGO [1136:0]

sp_iso|Q9ULU4−22|HUMAN [1161:0]

tr_iso|A0A0G2K9F7|RAT [1176:0]

tr_iso|Q3U1M7|MOUSE [1174:0]

tr_iso|A0A3Q1MHU9|BOVIN [1166:0]

tr_iso|A0A3Q1M705|BOVIN [1137:0]

sp_iso|Q9ULU4−16|HUMAN [1163:0]

tr_iso|Q3UH28|MOUSE [1154:0]

tr_iso|A0A3Q1LL93|BOVIN [1148:0]

sp_iso|Q9ULU4−23|HUMAN [1105:0]

tr_iso|A0A2I3SXQ7|PANTR [1105:0]

tr_iso|A0A2I2ZRK0|GORGO [1105:0]

sp_iso|Q9ULU4−2|HUMAN [614:0]

sp_iso|Q9ULU4−4|HUMAN [764:0]

sp_iso|Q9ULU4−3|HUMAN [995:0]

sp_iso|Q9ULU4−6|HUMAN [1023:0]

sp_iso|Q9ULU4−7|HUMAN [1234:0]

tr_iso|A0A2I3RRU7|PANTR [1186:1]

tr_iso|A0A2I2ZEK0|GORGO [1186:1]

PTHR46453:SF3 rank_score: 62.05 canon_cost: 0.0377 prop_cost: 0.0000


